The final report for the External proficiency testing (EPT) program in the
area of quantitative analysis of cell chimerism for the year 2022

Variants:

1. Basic — includes the DNA of the recipient, donor, and 5 quantification samples
2. Extended — includes the DNA of the recipient, donor, and 10 quantification samples

Material:

DNAs were isolated from the buffy coats according to the standard operating procedure (SOP
01, addendum 1).

recipient — X234

donor — X233

The regular round:

1_2022 — X234/X233 at the expected 98 % of the recipient genotype
22022 - X234/X233 at the expected 5 % of the recipient genotype
32022 —X234/X233 at the expected 0 % of the recipient genotype

4 2022 — X234/X233 at the expected 20 % of the recipient genotype
52022 — X234/X233 at the expected 25 % of the recipient genotype
6_2022 — X234/X233 at the expected 3 % of the recipient genotype
7_2022 — X234/X233 at the expected 0.4 % of the recipient genotype
8 2022 — X234/X233 at the expected 12 % of the recipient genotype
9 2022 - X234/X233 at the expected 37 % of the recipient genotype
10_2022 — X234/X233 at the expected 80 % of the recipient genotype
The additional round:

11_2022 - X234/X233 at the expected 30 % of the recipient genotype
122022 — X234/X233 at the expected 8 % of the recipient genotype
13_2022 — X234/X233 at the expected 0 % of the recipient genotype
14 2022 — X234/X233 at the expected 40 % of the recipient genotype
15 2022 - X234/X233 at the expected 65 % of the recipient genotype

Aims of the regular round:

1. Informativity examination (genotyping of reference alleles) based on examination of DNA
samples — recipient and donor’s DNA — 2 samples — optional part.



2. Quantitative examination of chimerism status - 5 samples in basic variant (10 samples in
extended variant) based on the chosen DNA polymorphisms and/or sex-specific loci
including interpretation (recipient/donor ratio) — compulsory part.

Aims of the additional round:

1. Informativity examination (genotyping of reference alleles) based on examination of DNA
samples - recipient and donor’s DNA — 2 samples — optional part. DNA samples are the
same as sent in the regular round (EPT 2022). They are not sent again.

2. Quantitative examination of chimerism status - 5 samples based on the chosen DNA
polymorphisms and/or sex-specific loci including interpretation (recipient/donor ratio) —
compulsory part.

Participating laboratories — the regular round:

Domestic participants:

Department of Clinical Biochemistry and Diagnostics, University Hospital, Hradec Kralové,
Czech Republic

Laboratory of Molecular Genetics, Department of Hematology and Oncology, University
Hospital Pilsen, Czech Republic

Laboratory of Molecular biology, Hemato-oncologic clinic, University Hospital Olomouc,
Czech Republic

Center for Molecular Biology and Genetics, Internal Hematology and Oncology Clinic, The
University of Hospital Brno, Czech Republic

Foreign participants:

Medirex a.s., GENETIKA department, Bratislava, Slovakia

Laboratory of clinical and molecular genetics, Department of Paediatrics, National Institute of
Pediatric Diseases, Bratislava, Slovakia

NZOZ Medigen Diagnostyka Molekularna, Warszawa, Poland

Laboratory of Molecular Biology, Department of Hematooncology Diagnostics, Lower
Silesian Center of Oncology, Pulmonology, and Hematology, Wroctaw, Poland

Department of Clinical Immunology, Diagnostic Laboratory of the Department of
Immunology, University Children’s Hospital of Cracow, Cracow, Poland

Laboratory of Immunogenetics, Department of Hematology, Transplantation and Internal
Medicine University Clinical Center of the Medical University of Warsaw, Warsaw, Poland

Laboratory of Molecular Genetics, Central Hospital of Southern Pest, National Institute of
Hematology and Infectious Diseases, Budapest, Hungary



Bone Marrow Transplant Unit Laboratory, Aghia Sophia Children’s Hospital, Athens, Greece

Tissue Typing Laboratory, Gayrettepe Florence Nightingale Hospital, Istanbul, Turkey

SBT laboratory, Istanbul Tip Fakiiltesi Temel Bilimler Binasi, Tibbi Biyoloji Anabilim Dali
Doku tipleme laboratuvari, Istanbul, Turkey

Department for Blood Group Serology &Transfusionsmedicine, Medical University Vienna,
General Hospital Vienna, Vienna, Austria

A total of 15 laboratories participated (designation of participants A to O) - 5 in the basic
variant, 10 in the extended variant + organizer.

The additional round:

Tissue Typing Laboratory, Gayrettepe Florence Nightingale Hospital, Istanbul, Turkey

Results:

The optional part, the genotyping of reference alleles, was attended by a total of 7 laboratories.

The results were statistically evaluated using the median values obtained and the standard
deviation in the regular round. Due to the participation of only one participant in the additional
round, the statistical evaluation was performed using the expected value and standard deviation.

The standard deviation was determined based on statistical processing of results from
previous years of EPT (variance of values, regression) and recalculated to the value of the Z-
score (the lower percentile the participant has, the more successful is in comparison with the
other laboratories). An overview is given in Table I — regular round, in Table 2 — the additional
round.

Category rating:

¢  Excellent ([z] <1)

* Good(1<[z]<2) correct results

* Acceptable (2 <[z] <3)

* Under the detection limit ofthe laboratory (the sensitivity of the participant's method
is not able to detect the minor genotype — the example: the expected value of minor
genotype is 0.2% and the participant with the sensitivity of 1% determines the detection
of only the majority genotype - this result is considered to be correct. But if the
participant detects both genotypes and quantifies them, the result is evaluated by Z-
score.

e critical ([z] > 3) — incorrect result

To achieve acceptable performance of EPT, at least an 80 % success rate is required (that
is 8/10 samples in the extended variant, 4/5 samples in the basic variant).

In the regular round, 86 % of the results were in the category Excellent, 5 % in the category
Good, 1 % in the category Acceptable, 4 % in the category Critical, and 4 % in the
category Under the detection limit of the laboratory.




One participant did not meet the conditions for successful participation (70 % success),
two achieved 90 % success and the other twelve achieved 100 % success. An additional
round was offered to all participants, only 1 participant showed interest.

In the additional round, 70 % of the results were in the category Excellent, 10 % in the
category Good, 0 % in the category Acceptable, 20 % in the category Critical, and 0 % in
the category Under the detection limit of the laboratory.

The participant in the additional round achieved a 60 % success rate. He did not meet the
conditions for successful participation.

Furthermore, the results of individual participants were evaluated according to percentiles. The
percentile graph (25 %, 50 %, 75 %, and 100 %) shows the participant’s success in comparison
with other laboratories. Due to the offer of two variants (basic and extended) the participant of
the basic variant receives one graph; the participant of the extended variant receives two graphs.
The first graph compares five quantification samples (1_2022 — 5 2022) of all participants of
this year, the second graph compares ten quantification samples (1_2022 — 10_2022) only
laboratories participating in the extended variant. The third graph compares 5 quantification
samples (11_2022 to 15_2022) of the organizer and one participant in the additional round.

The lower percentile the participant has, the more successful is in comparison with the
other laboratories. The results are shown in Graph [ (a basic variant of the regular round),
Graph 2 (an extended variant of the regular round), and Graph 3 (additional round).

The summary of the methods used for the quantitative examination of cell chimerism, their
sensitivities, and their interpretations are given in Table 3. The summary of used kits is in Table
4.

The most common errors and recommendations:

- False negativity, using less sensitive methods for quantification.

- False positivity — mixed chimerism was detected in a sample where only donor DNA or
recipient DNA was present.

- Inappropriate selection of polymorphism for quantification (shorter repetition — so-
colled stutter peak).

. L,/ ¢ {/’ 0
Processed: Mgr. Hana Cechova

02 Ustav hematologle a krevni transfuze
Oddaleni HLA
In Frague, dete 5.10.2022 002 | U Nemocnice 1, 128 20 Praha 2

1C0O 00023736
303 . (125)




Alojeioqe] auy Jo Jiu

(siqeydadoe) ¢ => [z| > Z
(poob) z=>Iz|>|
(yusjjeoxa) | => |2|

| |lqel

(31nsai ayj s Ja)3aq ayj} ‘st anjeA ayj 013z 0} J3SO|D aU}) 8109S Z 0) Paje|N2[e23al UCHRIASP PIBPUB)S .,
*(uoissaibai ‘uoisiadsip sanjea) 1 43 jo sjinsal snoinaid ayj jo Buissesold [eosiE}S JO SISEQ 8Y) UO PAUILLISIGP SBM LUONEIABP PIEPUEBLS .4
-adAjouab jusidioal se palajas ale sanjea pajoadxy ,

¥€'0- 610~ 00'0 95'0- 120 0 Miojesoqe|

0€'0 28'0- ¥5'0- 00'0 cbil- S6'0- 69'0- 00'0 60°'L- 80'0 N Asojesoqe)
yL'0 zL'0 /5’0 €L'0 82'0 00'0 s8'L 99'0- W Aiojesoqe|
pL'o- 9€'0- 15'0- zv'o £8'0- 18'0- 8€'0- 00'0 95'0~ €10 1 Aojesoqe|
000 15'0 28'0 00'0 Sb'0 €L'0 000 000 20'0 M Aiojesoqe|
00'0 6€'0 S50 620 ¥5'0 000 08'c 190  Mojesoqe|
620 92'0 120 €L'0 LL'0 1812 L 120 | Kiojesoqe|
zL'o 50'0 00'0 S6'0 LL'o H Miojeloge|

00'0 9z'0 00'0 LL'0 00'0 €L'0 LL'0 000 00'0 15'0 9 Mojeloge|
yl'o- 610 28'0- €8'0- §9'0- £€6'0- 00'0 95'0- 19'0 4 Miojesoge|
£6'0- il L'0 LL'0 2o~ 0z'0 86'0 00'0 6£'0 190 3 Aiojesoqe|
86'0 152 00'0 o'l 19'0 a Aiojesoqe|

LE'0 000 v1'0- €€'0 zL'o- S0'0- 00'0 ¥e'0 610 o Mojeloge|
16'0- £6'0- 00'0 00'0 15'0- g Aiojesoqe|

810~ 6L0- 00'0 00'0 20'0 v Aiojeloqe|

£/'0 19'0- 26'0- %0'0 GL'}- G8'0- 09'0- 00'0 18'0- 20'0- 1azjuebio
(%08) zzoz 0L | (%L.€) 220276 (%z1)zzoz™8 | (%¥0) z2oz L (%€) 220279 (%S52) 22oe™s (%02) 2202V (%0) zz0z € (%5) 2eoz 2 (%86) 220Z™ L »vx 91028 Z

66'9 00's S9'¢ ov'o oz’ L£'9 vr's 820 8Ll 8g'e +UONJBIASD piepuE)s
00°08 06'8€ 00'vL £€'0 00'y sL'se 50'zz 00'0 00'9 £6'L6 ueipaw
69108 pss'LE 6.8'cl ve9'o L18'y 15:]FA4 955'22 S.£'0 5659 826'L6 Jowrnud
000'92 000'LZ 000'0 0005 000'26 0 Mojesoge|

ozL'ze 09g'2e 0z0'zt 0EE'0 099'C 080'2¢ 00€'8L 0000 090 061'86 N Aiojeloge|
000'L8 006'6€ 0oL'gl 000'0 008'L 000'62 009'€T 000'0 00£'6 00.'s6 W Aiojeloge|
000'6L 000'9¢ 006'LL 005'0 000'E 000'€Z 00002 0000 000's 005'26 1 Aiojesoqe|
000'08 000'el 000'ZL 000'0 000 000'LE 000'92 0000 000'9 000'86 ) Aiojesoqe|
00008 000'¢y 000'9L 000'0 000'0L 000'0€ 000's2 000'0 000'LL 000°00L r Aiojeloge|
000'Z8 000'LY 000'GL 000's 000'8 000'62 000'€2 000'9 000'8 000'26 | liojesoge|
006'8C 00g'z2 000'0 00.'2 00€'86 H Aiojesoqge|

000'08 000'Ly 000'¥L 00b'0 000'y 000'62 000'€Z 0000 000'9 000'96 9 Miojesoqe|
000'6. 000's€ 000'LL 0000 000'c 000'vC 000'ZL 000'0 000'S 000'00L 4 Aojesoqe|
00S'€L 006'62 00S'SL [ols]400] 00S'e 00v'62 oov'Le 000'0 00.4'9 000'00} 3 Mojesoqe|
00b'vE 00.'E 000'0 009'8 000'00L a Aiojesoqe|

ooz'zs 006'8€ 00S'el 000'0 0ob'y oov'le 008't2T 000'0 009'9 00E'.6 2 Aiojesoqe|
000'22 000'ZL 000°0 000'9 000'96 g Mojesoqe|

000'/2 000'L2 0000 0009 000'86 v Aojesoqe)

8E0'E8 6€0'VE zs9'oL 8vE'0 ¥29'c ELL'ce 16.'8l 000'0 855"y ¥58'26 Jazjuebio

(%08) zzoZ 0L

(%L€) 2202 6

(%z1) zzoz 8

(%¥°0) 2202 L

(%€) zz02™9

(%s2) 2202”5

(%02) 220z v

(%0) 2202 €

(%s) zz0z 2

(%86) 2202 L

,S¥nsai1 pajoadxa

2202 1d3 4104 juedionted |[e jo uosiiedwon




¢ °lqel

(3nsau ayy si 48339 ay} ‘si aN[eA a3} 019z 0} 19S0|D dY}) anjeA pajoadxe Woij 9109S 7 0} Paje|nd|edal UOBIASP PIEPUE]S ..

Eo_mmml_mm._ :o_mhwam_u sanjeA) 143 jo sjnsal snoiaald ay3 jo Buissaosoud [eo13sijels Jo siseq ay} U0 paullia}ap Sem UOIJBIASP pJEpuUe)S ..
‘adAQjouab juaidioal se pallsjal ale sanjea pajoadxy ,

UOMo9}op ayj Ispun
g

bt

(e1qeydadoe) ¢ => |z| > 2

(pooB) z=>[z| >} Ge'o 16'0 9z'l | Aiojesoqey
(Juajjeoxa) | => |2 9v'0 9¢e'0- 00'0 oL'0- 1C0z lazjuebio
(%59) 220z sL | (%0v) 2202 vL | (%0) 2202 €1 | (%8) 2202 2V | (%0€) 2202 LI xxx 109S Z

9g's 82's 82'0 29' GlL', «UONEBIASD piepue)s

00's9 00‘0% 00‘0 00'8 00‘0¢ «2N[EA pajoadxe

9189 5Ty 0S‘L LE°S) £5'ce ueipaw

85+'89 €25'Ty 00S'L 69g'cl zes'ee ueaw

000'89 000'8Y 000'¢ 0006} 000'6€ | Aojeloqe|

G16'89 9v0'L€ 000'0 l8L'L ¥90'82 lazjuebio

(%59) 22027 SL | (%0v) 220z ¥ | (%0) zzoz ¢l | (%8)zzoZ 2L | (%0¢) Zzoz LI «on[eA pajoadxs

punod [euolyippe 8y} - ZzZ0zZ Ld3 10} 3uediaijied [je jo uosiiedwon




laboratory O
laboratory N
laboratory M
laboratory L
laboratory K
laboratory J
laboratory |
laboratory H
laboratory G
laboratory F
laboratory E
laboratory D
laboratory C
laboratory B
laboratory A

organizer

Basic variant - 2022

] 33,3%

7| 73.3%

I 80,0%

1 40,0%

D,0%

86,6%

E— 13,3%

26,6%

] 4¢,6%

66,6

)

"N 03,3

o

1 66%
4

] 60,0%

0%

1 53,3%

25

50

75 100

100%

1

Extended variant - 2022
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The additional round 2022
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